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Benefits

 Automated and integrated 
tertiary workflow. No 
scripting! – simpler to get 
results. 

 Can process 1,000s of samples 
simultaneously, gaining new 
insights, much faster.

 Highest data security – all 
clinical data resides on 
premise, no slow uploading of 
clinical data to the cloud.

 Support for custom 
workflows, knowledge 
databases and analysis to 
integrate seamlessly with 
existing processes and 
research areas.

Built in support for the following analysis workflows:

• Somatic

• Trio 

• Rare disease

• Genome Wide Association Study (GWAS)
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